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Figure 5. Increased cytotoxicity of TIL expanded with new process even after
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cells in a less-differentiated and more stem-
like phenotype with enhanced functional

The expansion potential, viability, and
phenotypic and functional attributes of

markers and reduces levels of differentiated CD8* TIL (CD69*CD39*)

Expression of inhibitory receptors (LAG3, TIM3, TIGIT) and TOX on CD8" TIL after control or new expansion process, as measured by flow cytometry.
**p<0.01; ****p<0.0001.

cytotoxicity in an allogeneic setting. (B) TIL were stimulated every 3 days with TransAct™ followed by coculture for 24 hours with KILR® THP-1 cells (N=4).
Percent cytotoxicity and expression of IFNy as measured by ELISA. (C) TIL were cocultured with autologous tumor cells for 24 hours followed by IFNy

Figure 7. New expansion process enriches for genes associated with stem-like
cells, reduces exhaustion, and enhances metabolic fithess
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(A) TIL were stimulated for 5 hours with plate-bound OKT3 followed by staining. Expression of IFNy/TNFa/lIL-2 on CD8* TIL was measured by flow cytometry.
(B) CXCR3 expression on unstimulated CD8" TIL, as measured by flow cytometry. (C) Average expression differences for markers associated with T-cell
function, exhaustion, memory, and activation on TIL expanded with control or new process, as measured by flow cytometry.

**50<0.001; ****p<0.0001.

Gene signature visualizations of TIL expanded with control or new process. (A) Violin plots of UCell Score depicting Relative Gene Signature Expression.
(B) Heatmap visualizations of specific genes of interest.

*x%020.0001.
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